Supplementary
Strain encoding PsyM (PseuM DC3000 ) (Buell et al., 2003) Supplementary Figure 1 and Figure S1 . Predicted transmembrane helices are boxed in blue, Sec-or Tat-dependent signal sequences in red and lipoprotein signal sequences in yellow. Two conserved cysteine residues are highlighted in green. Figure S3 . Multiple sequence alignment of unique PmiA proteins. Predicted transmembrane helices are boxed in blue, Sec-or Tatdependent signal sequences in red. Grey shading indicates the degree of conservation. Pseudomonas species abbreviations are as in Figure  S1 . This multiple sequence alignment was used for construction of phylogenetic tree in Figure 1B .
